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What is the Human Genome?What is the Human Genome?

The collection of all of our genes, The collection of all of our genes, 

the biological material the biological material 

which shapes much of who we arewhich shapes much of who we are



  

● whether we can digest lactose
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● whether we can digest lactose

● our ability to distinguish pink from blue

● our risk of developing heart disease

Our genes influence traits as diverse as:Our genes influence traits as diverse as:



  

What makes African genome data so valuable?What makes African genome data so valuable?

● we've only just scratched we've only just scratched 
the surfacethe surface

● much of what we know is 
based on European populations

● African populations harbour 
considerable genetic diversity
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VISUALIZING

PROGRESS USING 'SF'



  

# load multiple packages in a single command using 'easypackages'
library(easypackages)
packages("sf", "dplyr", "ggplot2")

# read in world borders data set (http://thematicmapping.org/downloads/world_borders.php)
map_data <- st_read(inDir, 'TM_WORLD_BORDERS-0.3.shp')

# subset african data with a bit of help from dplyr
map_data <- map_data %>%
               filter(REGION==2)



  

# read in sampling info
sampling_info <- (read.csv(paste0(inDir, "/sampling_info.csv")))

# add coordinates derived from map_data
sampling_data <- full_join(sampling_info, sampling_coordinates, by = 'NAME')



  

# quickly find colours in between

colorRampPalette(colors=c("Turquoise", "Blue"))(10)

# plot map_data

ggplot(map_data) + geom_sf(aes(fill = SUBREGION)) + 

scale_fill_manual("SUBREGION", values = c("#40E0D0", "#38C7D5", 
     "#31AEDA", "#2A95DF", "#C8F6F1"))
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# add country polygons, with labels above or below country midpoints

p <- ggplot() +
   
    geom_sf(data = map_data, aes(fill = SUBREGION), color = 'transparent', lwd = 0.5) +                  

    geom_label(data = map_data, aes(map_data$LON, map_data$LAT, label = map_data$NAME), 
       alpha = 0, size = 2.8, label.size = 0) +             

    scale_fill_manual("Region", values = c("#40E0D0", "#38C7D5", "#31AEDA", 
      "#2A95DF", "#C8F6F1")) +   



  

# add country polygons, with labels above or below country midpoints

p <- ggplot() +
   
    geom_sf(data = map_data, aes(fill = SUBREGION), color = 'transparent', lwd = 0.5) +                  

    geom_label(data = map_data, aes(map_data$LON, map_data$LAT, label = map_data$NAME), 
       alpha = 0, size = 2.8, label.size = 0) +             

    scale_fill_manual("Region", values = c("#40E0D0", "#38C7D5", "#31AEDA", 
      "#2A95DF", "#C8F6F1")) +   

# specify map variables

q <- p +   

theme(legend.justification = c(0.6, -0.1), legend.position = c(0.28, 0.2), axis.title.x = element_blank(),
   axis.title.y = element_blank(), panel.background = element_rect(fill = "#DADADA")

# add sampling data, scaled by number of participants

r <- q +

    geom_point(data = sampling_data, aes(x = LON, y = LAT), stroke = 0, 
                         shape = 21, fill = "#6D6D6D", cex = (sqrt(sampling_data$MAG)/2))
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p <- ggplot() +
   
    geom_sf(data = map_data, aes(fill = SUBREGION), color = 'transparent', lwd = 0.5) +                  

    geom_label(data = map_data, aes(map_data$LON, map_data$LAT, label = map_data$NAME), 
       alpha = 0, size = 2.8, label.size = 0) +             

    scale_fill_manual("Region", values = c("#40E0D0", "#38C7D5", "#31AEDA", 
      "#2A95DF", "#C8F6F1")) +   

# specify map variables

q <- p +   

theme(legend.justification = c(0.6, -0.1), legend.position = c(0.28, 0.2), axis.title.x = element_blank(),
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# add sampling data, scaled by number of participants

r <- q +

    geom_point(data = sampling_data, aes(x = LON, y = LAT), stroke = 0, 
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# export figure

r %>% ggsave(filename=paste0(outDir, "/figure.pdf"), width = 28, height = 21, unit = "cm")    
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